16U 107 R1.ST25 

SEQUENCE LISTING 
<110> OriGene Technologies, Inc 

<120> , BREAST CANCER TRANSCRIPTION FACTOR GENE AND USES 
<130> 16U 107 Rl 
<160> 4 

<170> Patentln version 3.1 



<210> 
<211> 
<212> 



<220> 
<221> 
<222> 
<223> 



1 

4372 
DNA 



<213> Homo sapiens 



CDS 
(78). 



. (1922) 



A<400> 1 

^jcagtcctcga ccccccgcac ctcgcccctt ccccaccccc tcctccgcct cggtgcccgg 

cgctgctccg gaccact atg acc atg aga tec gcg gtg ttc aag gcg gec 
II Met Thr Met Arg Ser Ala Val Phe Lys Ala Ala 

fi 15 10 

gcg gec cct gec ggc ggc aat cct gag cag cga ctg gac tac gag egg 
7* Ala Ala Pro Ala Gly Gly Asn Pro Glu Gin Arg Leu Asp Tyr Glu Arg 

^ 15 20 25 

n 

get gcg gcg ctg ggc ggg ccc gag gac gag cct ggg gcg gec gaa gee 
Ala Ala Ala Leu Gly Gly Pro Glu Asp Glu Pro Gly Ala Ala Glu Ala 

I! 30 



35 



40 



J'cac ttc etc ccc egg cac cgt aag etc aag gag ccg ggg ccc ccg ctg 
II His Phe Leu Pro Arg His Arg Lys Leu Lys Glu Pro Gly Pro Pro Leu 
h 45 50 55 



60 
110 

158 

206 

254 



J gec tec tec cag ggc ggg age ccc gcg cct tec ccg gec ggc tgc ggc 
-Ala Ser Ser Gin Gly Gly Ser Pro Ala Pro Ser Pro Ala Gly Cys Gly 
■ w 60 65 70 75 



302 



ggc aag ggc egg ggc ttg tta etc ccg gee ggg gcg gee ccc ggg cag 
Gly Lys Gly Arg Gly Leu Leu Leu Pro Ala Gly Ala Ala Pro Gly Gin 
80 85 90 

cag gaa gag age tgg ggc ggt teg gtg ccc ttg ccc tgt ccg ccc ccg 
Gin Glu Glu Ser Trp Gly Gly Ser Val Pro Leu Pro Cys Pro Pro Pro 
95 100 ~ 105 



350 



398 



gec acc aag caa gec ggc att ggg ggg gag cct gec gca gec gga gec 
Ala Thr Lys Gin Ala Gly He Gly Gly Glu Pro Ala Ala Ala Gly Ala 
110 115 120 



446 



ggc tgc age ccc egg ccc aag tat cag gcg gtg ctg ccc att cag acg 494 
Gly Cys Ser Pro Arg Pro Lys Tyr Gin Ala Val Leu Pro He Gin Thr 
125 130 135 

ggc tct etc gtg gcg gcg gee aaa gag cct acg ccc tgg get ggg gac 542 
Gly Ser Leu Val Ala Ala Ala Lys Glu Pro Thr Pro Trp Ala Gly Asp 
140 145 150 155 

aag ggt ggg gcg gee tec ccc get gee acc gee teg gac ccg gcg gga 590 
Lys Gly Gly Ala Ala Ser Pro Ala Ala Thr Ala Ser Asp Pro Ala Gly 
160 165 170 



ccc cca cca eta cct ctg ccc ggg ccg cca ccc etc gcg ccc acc gee 
Pro Pro Pro Leu Pro Leu Pro Gly Pro Pro Pro Leu Ala Pro Thr Ala 
175 180 185 



638 
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acc gcc ggg acc ctg gcg gcc age gag ggc aga tgg aag agt atg agg 686 
Thr Ala Gly Thr Leu Ala Ala Ser Glu Gly Arg Trp Lys Ser Met Arg 
190 195 200 

aag age cct etc ggg ggt ggt ggc ggc teg gga gcc tec agt cag gcc 734 
Lys Ser Pro Leu Gly Gly Gly Gly Gly Ser Gly Ala Ser Ser Gin Ala 
205 210 215 

gcc tgc etc aaa cag ate ctt ctg ctg caa ttg gac etc ate gaa cag 782 
Ala Cys Leu Lys Gin He Leu Leu Leu Gin Leu Asp Leu He Glu Gin 
220 225 230 235 

cag cag cag cag ctg cag gcc aag gaa aag gag ate gag gag ctg aag 830 
Gin Gin Gin Gin Leu Gin Ala Lys Glu Lys Glu He Glu Glu Leu Lys 
240 245 250 

tea gag aga gac acg etc ctt get egg att gaa cgt atg gaa agg egg 878 
Ser Glu Arg Asp Thr Leu Leu Ala Arg He Glu Arg Met Glu Arg Arg 
255 260 265 

atg cag ctg gta aag aag gat aac gag aaa gaa agg cac aag ctg ttt 926 
Met Gin Leu Val Lys Lys Asp Asn Glu Lys Glu Arg His Lys Leu Phe 
270 275 280 

» cag ggc tat gaa act gaa gag aga gag gaa aca gag eta tct gag aaa 974 
f=|Gln Gly Tyr Glu Thr Glu Glu Arg Glu Glu Thr Glu Leu Ser Glu Lys 
2| 2 85 290 295 

j patt aaa ctg gag tgc cag ccg gag ctt tec gag aca tec cag act ctg 1022 
\l Ile L ys Leu Glu Cys Gin Pro Glu Leu Ser Glu Thr Ser Gin Thr Leu 
4*300 305 310 315 

jVjCCt ccc aag ccc ttc tea tgt ggg egg agt gga aag gga cat aaa agg 1070 
" ««M Pro Pro Lys Pro Phe Ser Cys Gly Arg Ser Gly Lys Gly His Lys Arg 

Iff 320 325 330 

£ aaa tec cca ttt gga agt aca gaa aga aag act cct gtt aaa aag ctg 1118 

f 5 lLys Ser Pro Phe Gly Ser Thr Glu Arg Lys Thr Pro Val Lys Lys Leu 
£T 335 340 345 

f|| get cct gaa ttt tea aaa gtc aaa aca aaa act cct aag cac tct cct 1166 

\ -Ala Pro Glu Phe Ser Lys Val Lys Thr Lys Thr Pro Lys His Ser Pro 
¥j 350 355 "* 360 

Q 

.jr. att aaa gag gaa ccc tgt ggt tec tta tct gaa act gtt tgt aaa cgt 1214 

Hi Ile Lys Glu Glu Pro Cys Gly Ser Leu Ser Glu Thr Val Cys Lys Arq 
365 370 375 

gaa ttg agg age caa gaa acc cca gaa aag ccc egg tct tea gtg gac 1262 
Glu Leu Arg Ser Gin Glu Thr Pro Glu Lys Pro Arg Ser Ser Val Asp 
380 385 390 395 

acc cca cca aga etc tec act ccc caa aag gga ccc age acc cat ccc 1310 
Thr Pro Pro Arg Leu Ser Thr Pro Gin Lys Gly Pro Ser Thr His Pro 
400 405 410 

aag gag aaa gcc ttc tea agt gag ata gaa gat ttg ccg tac ctt tec 1358 
Lys Glu Lys Ala Phe Ser Ser Glu Ile Glu Asp Leu Pro Tyr Leu Ser 
415 420 425 

acc aca gaa atg tat ttg tgt cgt tgg cac cag cct ccc cca tea ccg 1406 
Thr Thr Glu Met Tyr Leu Cys Arg Trp His Gin Pro Pro Pro Ser Pro 
430 435 440 

tta cca tta egg gaa tec tct cca aag aag gag gag act gta gca agg 1454 
Leu Pro Leu Arg Glu Ser Ser Pro Lys Lys Glu Glu Thr Val Ala Arg 
445 450 455 

tgt ctg atg cca tea agt gtt gca gga gaa act tea gtc ttg get gtt 1502 
Cys Leu Met Pro Ser Ser Val Ala Gly Glu Thr Ser Val Leu Ala Val 
460 465 470 475 

cct tct tgg agg gac cac tea gta gag cct eta agg gac cca aat cct 1550 
Pro Ser Trp Arg Asp His Ser Val Glu Pro Leu Arg Asp Pro Asn Pro 

Page 2 



16U 107 R1.ST25 
480 485 490 

tea gac ctt ttg gag aac ctg gat gac agt gtg ttt teg aag egg cat 1598 
Ser Asp Leu Leu Glu Asn Leu Asp Asp Ser Val Phe Ser Lys Arg His 
495 500 505 

gca aaa ctg gag ctg gat gag aag aga agg aaa aga tgg gat att cag 1646 
Ala Lys Leu Glu Leu Asp Glu Lys Arg Arg Lys Arg Trp Asp lie Gin 
510 515 520 

agg ate agg gaa caa aga att tta cag cga ctg cag etc aga atg tat 1694 
Arg lie Arg Glu Gin Arg lie Leu Gin Arg Leu Gin Leu Arg Met Tyr 
525 530 535 

aaa aag aaa gga att cag gaa tct gag cct gag gtt acc tea ttt ttc 1742 
Lys Lys Lys Gly lie Gin Glu Ser Glu Pro Glu Val Thr Ser Phe Phe 
540 545 550 555 

cct gag cca gat gat gtt gaa agt ttg atg att acc ccc ttc ttg cct 1790 
Pro Glu Pro Asp Asp Val Glu Ser Leu Met He Thr Pro Phe Leu Pro 
560 565 570 

f gtt gta gca ttt gga cga cca tta cca aaa tta act cca cag aat ttt 1838 
f'" Val Val Ala Phe Gly Arg Pro Leu Pro Lys Leu Thr Pro Gin Asn Phe 

O 575 580 585 

W gag eta ccc tgg ttg gat gag cgt age cga tgc aga ttg gag ate cag 1886 
Iff Glu Leu Pro Trp Leu Asp Glu Arg Ser Arg Cys Arg Leu Glu He Gin 
is 590 595 600 

>>J aa 9 aag caa aca cct cac egg acg tgt agg aaa tag ctgtgctggc 1932 
; ~~ Lys Lys Gin Thr Pro His Arg Thr Cys Arg Lys 

W. 605 610 

yi 

aagaaccctg tcttcagata gttgtagcat gccattcccg agagtggcag agacctgtat 1992 
Qatgtgacctt tgtcctcaca tatgttatca ctegctgata ataccctttc atacttcctt 2052 

|Z! gactttgttt tcattactct gatttcacaa aaactctttc atteggctaa ttgtgagtta 2112 

ill 

i ii tggagggtga ttgggatttc ttttcccttt tttgggaaat gggctctcaa gctaaagcta 2172 

Q taggatggca gattcagaag tttcaggggt ctgtttctat acatttgect atgttaaagg 2232 

^ggtaaaaggg ctctcttcat tagacatgtg gaagatgaag cagccccttc ctttagagct 2292 

gtgectgeat ggcactcttc tcaccctggt acaccctcct tatagtgggt atagtgattt 2352 

ttaaccctaa aataaaacaa acaacctcac catgagcttt aggaccagaa gaggaatgac 2412 

aagtgaagcg atgaagcaag ccatcttcac agagtagaaa agacategga gagttggtag 2472 

ataactgtct gaaaagatag ttgttcattt gaaactattc tgtgatacag tcatgtggga 2532 

agggatgttt ggctgtgatt attttttcag ttaatggata acaatttctt tactgetcaa 2592 

aaaccaaaat ctttggaaaa gaaagtgggg atggttagtt tcagaacaag ttacagctgt 2652 

aaacaaaagc acttagtatt tgggatggca tgccaaaacc tgtataaatg tccttgtatc 2712 

acatcacttc tcaagtattc cttcattggg cttcatcctt ttagcagaac tcttggtggt 2772 

gggatagaga cttagggagg gtagggggag agtgtggaaa taggtgette ctttggctgg 2832 

caaatgtcta catcttgaaa caaacagatg tacctaatga gcttctccat tcactttgta 2892 

aaaataattt gtatgtgtac catcttggtc ctctcccctc ccgttttgtt aaaatatcag 2952 

gatagcactc ccaggccact ttggtctcag tgtaagatcc ctattaacta tctgaaagga 3012 

aaatagagee aagacctctg gtctcaaata tataggaatt gectttcttt agtcttcagg 3072 

actattgtgt gaaaacaagt aggggtctaa tctcctagaa ggtaggggct tttatcctta 3132 
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aagagaatat gtccccagat tattagcact tttagaggag aagccaaggt atgtagggtg 3192 

tgtggctggc ccatcagtgg agcacgaaga gagaatggga taccattgtg ggaagagaag 3252 

aaaagttcct caggggcctc ccactgctaa agttttttgt gagatgttga tctgtgcttc 3312 

ctggatttga cttttaaagg aattattctg gcagcacatg tagtattctt ggatgatctt 3372 

gctgctctta tttctccttt tgtgtgtgtg tgtgtgtgtg tgtggctatg ggttttcatt 3432 

tgtaactcca tctgcttagg agagtgggct ctctataagg gaacctgctg taaacttcat 3492 

tgcagcaagg atgtagagag aaataggact taattccact aggggctctc atctcacacc 3552 

ttaaggagga gatttctaga aaaactgggc cagattttct ttgttctcca tcattttaat 3612 

gtggcaggct gttcagtttt cttactctta cctatgtgat atttcttcgt aacgtgtcca 3672 

aaaagaaaaa agacccaatc agtgtctctt gactttgttc tttgatccct cagtttcttc 3732 

ttgatttcag catgtgtcgg gttcctaatt ttgggtatga gttagcaaat ttaaccattg 3792 

tgtttgtgcc ctacccaggg gactccccag tttctgactt gaagtagact gagaagaatc 3852 

cacgaggtgc tatctggcca gatttaagta gattctattt ccttggttct ccctctccct 3912 

'%% gaggacctct tattttattg tcccctcttc taggttaatt ctcctttgat ttgactttgt 3972 

Iff tgagaaggag gttggacagt agattagcaa agttccaagt gcaaaattac agtgtgttag 4032 

?? P agtgtggggg gaaaattagt cttatttttc cctacatggg atacaacact gtgaattcaa 4092 

r A tcttcaactg aaggccctgc agttctccta aaacatagtt gtttgttttt ctttaacaaa 4152 

Ill gtttaagcta gtgttaataa attaaaaaaa attgcttgtc tgtctacttc agctttgttt 4212 

* M tatgcccatt tcatattgtt gtctgtgttg taattcataa cttttgatac catttctgat 4272 

□ 

y k gtgtaaaatt ggttgtcttg taaatatctt ataaagagtt caattgtaaa taaactattg 4332 

f|j tggctgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 4372 

55?! 

Q<210> 2 

«| S <211> 614 

'^<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Thr Met Arg Ser Ala Val Phe Lys Ala Ala Ala Ala Pro Ala Gly 
1 5 10 15 

Gly Asn Pro Glu Gin Arg Leu Asp Tyr Glu Arg Ala Ala Ala Leu Gly 

20 25 30 

Gly Pro Glu Asp Glu Pro Gly Ala Ala Glu Ala His Phe Leu Pro Arg 
35 40 45 

His Arg Lys Leu Lys Glu Pro Gly Pro Pro Leu Ala Ser Ser Gin Gly 
50 55 60 

Gly Ser Pro Ala Pro Ser Pro Ala Gly Cys Gly Gly Lys Gly Arg Gly 
65 70 75 80 

Leu Leu Leu Pro Ala Gly Ala Ala Pro Gly Gin Gin Glu Glu Ser Trp 
85 90 95 
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Gly.Gly Ser Val Pro Leu Pro Cys Pro Pro Pro Ala Thr Lys Gin Ala 
100 105 110 



Gly He Gly Gly Glu Pro Ala Ala Ala Gly Ala Gly Cys Ser Pro Arg 
115 120 125 



Pro Lys Tyr Gin Ala Val Leu Pro He Gin Thr Gly Ser Leu Val Ala 

130 135 140 



Ala Ala Lys Glu Pro Thr Pro Trp Ala Gly Asp Lys Gly Gly Ala Ala 
145 150 155 160 



Ser Pro Ala Ala Thr Ala Ser Asp Pro Ala Gly Pro Pro Pro Leu Pro 
165 170 175 



Leu Pro Gly Pro Pro Pro Leu Ala Pro Thr Ala Thr Ala Gly Thr Leu 
180 185 190 

; _Ala Ala Ser Glu Gly Arg Trp Lys Ser Met Arg Lys Ser Pro Leu Gly 
C| 1^5 200 " 205 

Q 

(II Gly Gly Gly Gly Ser Gly Ala Ser Ser Gin Ala Ala Cys Leu Lys Gin 
f- 210 215 220 



r;| He Leu Leu Leu Gin Leu Asp Leu He Glu Gin Gin Gin Gin Gin Leu 

Ti 225 230 235 240 

m , 

'l„Gln Ala Lys Glu Lys Glu lie Glu Glu Leu Lys Ser Glu Arg Asp Thr 
t3 245 250 J 255 

\ ||Leu Leu Ala Arg He Glu Arg Met Glu Arg Arg Met Gin Leu Val Lys 
\n 260 265 ' 270 

UJ 

flfLys Asp Asn Glu Lys Glu Arg His Lys Leu Phe Gin Gly Tyr Glu Thr 
275 280 285 



Glu Glu Arg Glu Glu Thr Glu Leu Ser Glu Lys He Lys Leu Glu Cys 
290 295 300 



Gin Pro Glu Leu Ser Glu Thr Ser Gin Thr Leu Pro Pro Lys Pro Phe 
305 310 315 320 



Ser Cys Gly Arg Ser Gly Lys Gly His Lys Arg Lys Ser Pro Phe Gly 
325 330 335 



Ser Thr Glu Arg Lys Thr Pro Val Lys Lys Leu Ala Pro Glu Phe Ser 
340 345 350 



Lys Val Lys Thr Lys Thr Pro Lys His Ser Pro He Lys Glu Glu Pro 
355 360 365 



Cys Gly Ser Leu Ser Glu Thr Val Cys Lys Arg Glu Leu Arg Ser Gin 
370 375 380 



Glu Thr Pro Glu Lys Pro Arg Ser Ser Val Asp Thr Pro Pro Arg Leu 
385 390 395 400 
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Ser Thr Pro Gin Lys Gly Pro Ser Thr His Pro Lys Glu Lys Ala Phe 
405 410 * 415 



Ser Ser Glu lie Glu Asp Leu Pro Tyr Leu Ser Thr Thr Glu Met Tyr 
420 425 430 



Leu Cys Arg Trp His Gin Pro Pro Pro Ser Pro Leu Pro Leu Arg Glu 
435 440 445 



Ser Ser Pro Lys Lys Glu Glu Thr Val Ala Arg Cys Leu Met Pro Ser 
450 455 460 



Ser Val Ala Gly Glu Thr Ser Val Leu Ala Val Pro Ser Trp Arg Asp 
465 470 475 480 

His Ser Val Glu Pro Leu Arg Asp Pro Asn Pro Ser Asp Leu Leu Glu 

f t 485 490 495 

h 

'gAsn Leu Asp Asp Ser Val Phe Ser Lys Arg His Ala Lys Leu Glu Leu 

kJ 500 505 510 

i -5 

f-S 3 

as 

*M Asp Glu Lys Arg Arg Lys Arg Trp Asp He Gin Arg He Arg Glu Gin 
m 515 520 525 

UJ 

1 fl Ar 9 He Leu Gin Arg Leu Gin Leu Arg Met Tyr Lys Lys Lys Glv He 
530 535 540 



:-* Gln Glu Ser Glu Pro Glu Val Thr Ser Phe Phe Pro Glu Pro Asp Asp 
H|545 550 555 560 

r: 2 

f.y 

yiVal Glu Ser Leu Met He Thr Pro Phe Leu Pro Val Val Ala Phe Gly 
Q 565 570 575 

iii 

Arg Pro Leu Pro Lys Leu Thr Pro Gin Asn Phe Glu Leu Pro Trp Leu 
580 585 590 

Asp Glu Arg Ser Arg Cys Arg Leu Glu lie Gin Lys Lys Gin Thr Pro 
595 600 605 



His Arg Thr Cys Arg Lys 
610 



<210> 3 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Glu Arg Arg Met Gin Leu Val Lys Lys Asp Asn Glu Lys Glu Arg 
1 5 10 15 

His Lys Leu Phe Gin Gly Tyr Glu Thr Glu Glu Arg Glu Glu Thr Glu 
20 25 30 



Leu Ser Glu Lys He Lys Leu Glu Cys Gin Pro Glu Leu Ser Glu Thr 
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16U 107 R1.ST25 
45 



Ser Gin Thr Leu Pro Pro Lys Pro Phe Ser Cys Gly Arq Ser Glv Lvs 
50 55 60 



Gly His Lys Arg Lys Ser Pro Phe Gly Ser Thr Glu Arg Lys Thr Pro 
$5 70 75 80 



Val Lys Lys Leu Ala Pro Glu Phe Ser Lys Val Lys Thr Lys Thr Pro 
85 90 "* 95 

Lys His Ser Pro He Lys Glu Glu Pro Cys Gly Ser Leu Ser Glu Thr 
100 105 " no 

Val Cys Lys Arg Glu Leu Arg Ser Gin Glu Thr Pro Glu Lys Pro Arg 
115 120 125 



H Ser Ser Val Asp Thr Pro Pro Arg Leu Ser Thr Pro Gin Lys Gly Pro 
O 130 135 140 

j ff Ser Thr His Pro Lys Glu Lys Ala Phe Ser Ser Glu He Glu Asp Leu 
V 145 150 155 160 

j*' 2 Pro Tyr Leu Ser Thr Thr Glu Met Tyr Leu Cys Arg Trp His Gin Pro 
W 165 170 - 175 

; M ■ 

& Pro Pro Ser Pro Leu Pro Leu Arg Glu Ser Ser Pro Lys Lys Glu Glu 
Q 180 185 190 



[ s | 5 Thr Val Ala Ser Lys Ala 

;-« 195 



^;:;<2io> 4 

!ll<211> 616 

<212> PRT 

<213> Mus musculus 

<400> 4 



Met Thr Met Arg Ser Ala Val Phe Lys Ala Ala Ala Ala Pro Ala Glv 
1 5 10 15 

Gly Asn Pro Glu Gin Arg Leu Asp Tyr Glu Arg Ala Ala Ala Leu Gly 
20 25 30 

Gly Pro Glu Asp Glu Ser Gly Ala Ala Glu Ala His Phe Leu Pro Arg 
35 40 45 



His Arg Lys Leu Lys Glu Pro Gly Pro Pro Leu Ala Ser Ser Gin Glv 
50 55 60 

Gly Ser Pro Ser Pro Ser Pro Ala Gly Cys Gly Gly Gly Lys Gly Arg 
65 70 75 80 

Gly Leu Leu Leu Pro Ala Gly Ala Ala Pro Gly Gin Gin Glu Glu Ser 
85 90 95 
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Trp Gly Gly Ser Val Pro Leu Pro Cys Pro Pro Pro Ala Thr Lys Gin 
100 105 110 



Ala Gly He Gly Gly Glu Pro Val Ala Ala Gly Ala Gly Cys Ser Pro 
115 120 125 



Arg Pro Lys Tyr Gin Ala Val Leu Pro He Gin Thr Gly Ser He Val 
130 135 140 



Val Ala Ala Ala Lys Glu Pro Thr Pro Trp Ala Gly Asp Lys Gly Gly 
145 150 155 160 

Ala Ala Pro Pro Ala Ala Thr Ala Ser Asp Pro Ala Gly Pro Pro Pro 
165 170 " 175 

Leu Pro Leu Pro Gly Pro Pro Pro Leu Ala Pro Thr Ala Thr Ala Gly 
180 185 190 

f ;= L Thr Leu Ala Ala Ser Glu Gly Arg Trp Lys Ser He Arg Lys Ser Pro 
^ 195 200 205 

■CI 

J «Leu Gly Gly Gly Gly Gly Ser Gly Ala Ser Ser Gin Ala Ala Cys Leu 
210 215 220 

''^ Lys Gin He Leu Leu Leu Gin Leu Asp Leu He Glu Gin Gin Gin Gin 

Ul 225 2 30 235 240 

£ Gin Leu Gin Ala Lys Glu Lys Glu He Glu Glu Leu Lys Ser Glu Arg 
f>% 245 250 255 

s m Asp Thr Leu Leu Ala Arg He Glu Arg Met Glu Arg Arg Met Gin Leu 
Hi 260 265 270 

yval Lys Arg Asp Asn Glu Lys Glu Arg His Lys Leu Leu Gin Gly Tyr 

Fil 275 280 285 

Glu Pro Glu Glu Arg Glu Glu Ala Glu Leu Ser Glu Lys He Lys Leu 
290 295 300 

Glu Arg Gin Pro Glu Leu Cys Glu Thr Ser Gin Ala Leu Pro Ser Lys 
305 310 315 320 

Pro Phe Ser Cys Gly Arg Ser Gly Lys Gly His Lys Arg Lys Thr Pro 
325 330 ' 335 

Phe Gly Asn Thr Glu Arg Lys Asn Pro Val Lys Lys Leu Ala Pro Glu 
340 345 350 

Phe Ser Lys Val Lys Thr Lys Thr Pro Lys His Ser Pro He Lys Glu 
355 360 365 

Glu Pro Cys Gly Ser He Ser Glu Thr Val Cys Lys Arg Glu Leu Arq 
370 375 380 



Ser Gin Glu Thr Pro Glu Lys Pro Arg Ser Ser Val Asp Thr Pro Pro 
385 390 395 400 
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Arg Leu Ser Thr Pro Gin Lys Gly Pro Ser Thr His Pro Lys Glu Lys 
405 410 415 



Ala Phe Ser Ser Glu Met Glu Asp Leu Pro Tyr Leu Ser Thr Thr Glu 
420 425 430 



Met Tyr Leu Cys Arg Trp His Gin Pro Pro Pro Ser Pro Leu Pro Leu 
435 440 445 



Arg Glu Ser Ser Pro Lys Lys Glu Glu Thr Val Ala Arg Cys Leu Met 
450 455 460 



Pro Ser Ser Val Ala Gly Glu Thr Ser Val Leu Ala Val Pro Ser Trp 
465 470 4.75 480 



Arg Asp His Ser Val Glu Pro Leu Arg Asp Pro Asn Pro Ser Asp He 
485 490 495 



UJ Leu Glu Asn Leu Asp Asp Ser Val Phe Ser Lys Arg His Ala Lys Leu 
i'ft 500 505 " 510 

At? 2 



«tt.Glu Leu Asp Glu Lys Arg Arg Lys Arg Trp Asp He Gin Arg He Arg 
515 520 525 



if! 



Glu Gin Arg He Leu Gin Arg Leu Gin Leu Arg Met Tyr Lys Lys Lys 
530 535 540 



f= s * Gly He Gin Glu Ser Glu Pro Glu Val Thr Ser Phe Phe Pro Glu Pro 
111545 550 555 560 



|*3 Asp Asp Val Glu Ser Leu Leu He Thr Pro Phe Leu Pro Val Val Ala 

i«s 565 570 575 

III 

Phe Gly Arg Pro Leu Pro Lys Leu Ala Pro Gin Asn Phe Glu Leu Pro 
580 585 590 



Trp Leu Asp Glu Arg Ser Arg Cys Arg Leu Glu He Gin Lys Lys His 
595 600 605 



Thr Pro His Arg Thr Cys Arg Lys 
610 " " 615 
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